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Legend:

Drug names: INH: Isoniazid, RIF: Rifampin, EMB: Ethambutol, MXF: 

Moxifloxacin, LEV: Levofloxacin, AMI: Amikacin, KAN: Kanamycin, ETH: 

Ethionamid, RFB: Rifabutin.

Other acronyms: MIC: Minimum inhibitory concentration
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Figure 2: Confidence matrices comparing MICs predicted by the machine learning system (X axis) with observed MICs 

(Y axis) for each drug

Predicting MIC using interval 
regression on mutations in 
candidate genes 
Nature Communications 2024

GWAS
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Supervised machine learning predicting MIC 
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WGS for 1st line drugs and discontinuing pDST
NEJM 2018

WHO catalogue of mutations associated with DR
Lancet Microbe 2022

Translational impact

Still to come: A CRyPTIC catalogue linked to GPAS (www.gpas.org)


